A new peptide, L-O-Lac-L-Val-D-O-Hiv-D-Val (1), consisting of D-valine, L-valine, L-lactic acid, and 3-D-hydroxyisovaleric acid, was isolated from the culture of the marine sediment derived Streptomyces bacillaris. The planar structure of compound 1 was assigned by 1D, 2D NMR and mass spectroscopic analyses. Following acid and base hydrolysis, the absolute configuration of the valine residues in 1 were determined by application of the advanced Marfey's method and the absolute configurations of hydroxy acids units were determined by a HPLC method based on Mosher's reagents.
Marine derived actinomycetes have proven to be a valuable resource for drug discovery [1] . A large number of natural products with biological and chemical diversity, such as, salinosporamide A [2] , marinomycins [3] , cyclomarins [4] and lomaiviticins [5] have been found from marine bacteria. As part of our efforts to identify anti-cancer natural products from marine derived actinomycetes, we screened a library of 1500 natural products fractions for their ability to inhibit autophagy. From this screen we obtained a series of fractions that inhibit autophagy from marine derived bacterial strain, SNB-019, which was determined to be Streptomyces bacillaris. Strain SNB-019 was obtained from a sediment collected from the shallow waters from Galveston Bay, Texas. From these fractions, we obtained a number of bafilomycin analogs [6] that were responsible for the autophagy inhibitory activity. In addition to the bafilomycin analogs, we identified a small peptide in the active fraction. Herein, we report the isolation and structural elucidation of a new peptide, L-O-Lac-L-Val-D-O-Hiv-D-Val (1 one lactic acid (Lac). The presence of two valines was further supported by running 1 H NMR in DMSO-d 6 (600 MHz, Table 1 ), which showed two NH signals at δ 7.71 (d, J = 9.5 Hz) and 7.15 (d, J = 7.4 Hz). Moreover, the two NH signals showed correlations with protons at The absolute configurations of the two valine (Val) units in 1 were determined by application of a modified advanced Marfey's method on the basis of both alkali hydrolysis and acid hydrolysis [7] . Complete acid hydrolysis of 1 with 6 N HCl, followed by treatment with Marfey's reagent (N-α-(2,4-dinitro-5-fluorophenyl)-Lalaninamide) and analysis by LC-MS indicated the presence of both L-Val and D-Val, based on comparison to authentic standards. To differentiate these two Val moieties, alkali hydrolysis of 1 was applied, which yielded two dipeptides 1a and 1b (Figure 3 ), which separated the two valine residues onto different compounds. After purification by HPLC, dipeptides 1a and 1b were then hydrolyzed with 6 N HCl and subjected to the advanced Marfey's method, in separate experiment, revealing the absolute configuration of Val was L in 1a, and D in 1b. On this basis, the absolute configuration of the terminal valine unit in 1 was determined to be D and the valine residue flanked by lactic acid and hydroxyisovaleric acid was determined to be L.
The absolute configurations of Lac and Hiv units in 1 were determined by a modified method based on Mosher's reagents [8] . Although compound 1 was isolated from the active fraction, when tested as pure compounds, it showed no activity as an inhibitor of autophagy up to 20 µM concentration. Further biological evaluation of the compound is on-going.
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Experimental
General: Optical rotations were recorded with an AUTOPOL AP IV-6W polarimeter equipped with a halogen lamp (589 nm). UV spectra were recorded on a Shimadzu UV-1601 UV-VIS spectrophotometer. 1 H and 2D NMR spectral data were recorded at 600 MHz in CD 3 OD or DMSO-d 6 solution on Varian System spectrometer, and chemical shifts were referenced to the corresponding residual solvent signal. 13 C NMR spectra were acquired at 150 MHz on a Varian System spectrometer. High resolution ESI-TOF mass spectra were provided by The Scripps Research Institute, La Jolla, CA. Low-resolution LC/ESI-MS data were measured using an Agilent 1200 series LC/MS system with a reversed-phase C18 column (Phenomenex Luna, 150 mm × 4.6 mm, 5 µm) at a flow rate of 0.7 mL/min. Preparative HPLC was performed on an Agilent 1200 series instrument with a DAD detector, using a C18 column (Phenomenex Luna, 250 ×10.0 mm, 5 µm). Sephadex LH-20 (GE Healthcare, Sweden) and ODS (50 µm, Merck) were used for column chromatography.
Collection and phylogenetic analysis of strain SNB-019:
The marine-derived bacterium, strain SNB-019, was isolated from a sediment sample collected from the brackish waters of Galveston Bay, Galveston Texas (N 29º 42.419', W 94º 49165' W). The strain was isolated on A1 agar media (10 g starch, 4 g yeast extract, 2 g peptone, 1 L sH 2 O, 10 g agar) Genomic DNA of strain SNB-019 was isolated using standard methods and was amplified using PCR with the Universal 16S rRNA primers FC27 and RC 1492 using the method of Mincer [9] . The partial 16S rRNA sequence (1462 of 1492 bp) was compared to sequences in available databases using the Basic Local Alignment Search Tool and strain SNB-019 determined to be 99% identical to Streptomyces bacillaris. 
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